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DATE: 07/27/2001 

* voQ21-0l30P.ST25.txt 

\ tit l^ZT^Z 1 ^ 

16 <210> SEQ ID NO: 1 

17 <211> LENGTH : 1146 

S Si" «~ sapiens 

21 <400> SEQUENCE: 1 ftrg Glu Le u Pro Pro 

23 Met Thr Arg Ser Pro 10 

i 5 „ rl „ Tie Leu Ala Gly 

20 - — Tpn 



24 
27 
28 



97 PiO nx" ~> 

28 20 lla Tvr Phe Gin Gly Leu Leu 

U Pro Leu Trp Leu Arg Ala Tyr P 

f 9 u , S. oi, - % - al * "* » 

44 ? 5 nu Lys Leu Gly Glu Glu Ala 

47 L eu His Tyr Thr Lys Glu Lys 

51 Gin Met Leu He Gin Tnr 

so I 15 „; Q Leu Gin Ala Ala Leu 

5 2 „ nu Ala Leu Gly Leu His Leu gi i4Q 
55 Pro Glu Aia u 5 

f, wl Si V,l S« » ^ « «, ~ £ ~ 

?, £ „. ~ .« »i - - «• - sx oly Met 

, Ph Pro Cys Val H« ™' «° 
67 He Glu Lys Leu Phe " * 185 

, III W . Gly ser ala 

71 Trp Glu GlY »1> « s 200 , 

n p ro „ ~ s - - 7 ; g s 

r, s - - u. ~ ~ - - «- r 

8 6 ° i£ Gin val Gly Gl„ La .yr Val « - <*• 
245 .i. pro Asn His His 

Si Asp ». His cys Pro Pro s.r »U ° 

" \ „ v.l S ». «« - ~ GW 05 

91 Pro Asn vai 



ser Tyr Thr Pro 
15 

Ser Leu Lys Ala 
30 

Phe Ser Leu Gly 
45 

Leu Gly Leu Leu 

He He Glu Thr 
80 

Val Ser Gin Glu 
95 

Ala Tyr Thr Ser 
110 

Asn He Leu Thr 
125 

Thr Ala Ser Lys 

Asn Lys He Cys 

160 

He Glu Arg Met 
175 

Leu asp Cys Phe 
190 

Leu Pro Gly Arg 
205 

Leu Leu Glu Glu 



Leu Leu Asp Lys 
240 

Leu His Pro Asp 
255 

Ser Arg Gin Ala 
270 

Gly Phe Ser His 
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DATE : 07/27/2001 

— TIHE: 20:0 

280 T , riv G1Y « et Rla Arg 

775 -, ri„ Leu Leu Leu Giy w 

S - s - - « G1 ° S : ? la B « £ - - - -5, 

% 6SP fro .X. - - T Tyr GW £ P„e «. « ~ 

Si «. - Hi, «j i« ; .« wu sla 01n ^ ™ «o 

mft _ atvt Phe VaJ. 365 

Ul Gin Ala T rP Gin ^ ~, 360 ^ Thr Thr Leu as P 

U2 Jf a ger Gln Gin He His Ala Phe ^ 

115 Glu Asn Ala , ^ ^ ^ Arg Val val Gly 

% Asp S - His Ala J. ser 95 ^ ^ Trp 

s s - - - s - Ala :; : s - - s - - 

ioa rt r1n gIv Ser vai 430 

- c?s ua s n r, si « s « - - - - w 

S V.1 M« ™ " «« „„. Leu pro Phe L» IO. »« 

% ol , S « «x « « - - - Gly olu - 

- s - - * s fro te ; 1 : 4 i xu - - - s - 

$ „ „ W - - ~ ~ ~ „ Kla tM „ S - ser 

s - s La " a Ile V11 ? 1 L « » s » ~ - s 

S«, vaX Z P» - XU ~ ~ - J ,* Ha val 

Si xxe Qlo xxe xsu Pro «» ^ ^ ^ m ftla 

« _ S. «. v,x v,x S - « _ ^ 

i» pro Z m ser « - - «» x «» , hr G1 » U . 

- - ~ ™ - s - :i : : % ... - « « - - 

184 cer Leu pro Cys Ala Ary *- 670 

187 Ala cys Lys Ser Leu 665 

188 
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DA TE: 07/27/2001 
output ftla Lys Ala He 

191 „ nr G , * - - - a - ieu ser * IyI W 

- „ Leu £ Leu - ~ - ~ h - val Pro « •« 

S - = - G1 " MP S ~ " I Z £ « - - -5 S 
5! S - «• - £ - - s ; n s Ph8 MP ^ » S ~ 

- nr BW v.x - - - G1 ° G 7 S . y _ _ „ ser ™ ws 

2«» , Phe ASP MU Bis "~ " 765 

'» «* £ ^ R1 Tbr S Ala -° « - " 

4 v al « «. - •» - *„, sia ua x 6SP =.» w » 

S5 „ S - *» - ^ r - > sn sly set ,U «P 

220 785 Tlo Thr A rg His Ser Tyr Arg 8l5 

9?4 « tv^ Leu Leu He Gin 3Q 

», Gly Ala Leu Al« Tyr 

228 ° 2 ° ser Glu Leu ™r TW " 5 W 845 

231 Leu Leu MP Phe „ iM „ al Irp val 

« 2 ,^ pro Pro Sl» MU ?he Tyr 860 

235 Gly L«u lie Pro gw su asn phe Iyr P C 

» seI £ asp Pro Leu CIV Leu Ala A ^ ^ 

oah 865 T ^n His ASP LY S T ^ r ^ 895 

J» phe sla „» Phe Pro P,e 
244 „ rt p ro A ia Gin Pro Leu Glu *n ^ 

2 247 Phe Arg He Pro Pro 

2 48 * r „ Glv Leu Gin Lys Thr Ala ASP g25 

s leu " F aI - cvs a, a - « - ta « val 7 : 

S S TV ser Pro £ - - « g - * ~ ' ? £ 

259 Tyr Pro Ser Gly 955 ^ ^ phe 

s s » - - s Lett "* I £ „ «. - « 2 Ile 

«i Leu val c Y s Ala Leu Leu Leu Leu £ ™ ^ ^ 

«' val Leu val Z - « » - ' ».» ^ val 

Q05 Ma Tie Pro vai vax 

272 9 ^ le Lys L eu Ser Ala lie iQ20 

275 Phe Leu Gly He m5 Val Ala Le u 

1010 va . Gly lie Gly Val Glu Phe Thr Va 

2 79 Ala Ser Val Gly 1030 A n Teu Arg Ala Ala His 

280 1025 Gln Gly Ser Arg Asn Leu Arg 

283 Gly Phe Leu Thx 1Q45 ^ Ile Se r 

284 1040 G lu His Thr Phe Ala Pro Val Thr P 
287 Ala Leu Glu His 
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Pro 


Pro Pro 
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Val 


He 
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Ser 


Pro 
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315 <210> SEQ ID NO: 2 

316 <211> LENGTH: 3453 

317 <212> TYPE: DNA 

318 <213> ORGANISM: Homo sapiens 

320 <400> SEQUENCE: 2 

321 atccccgcca gcatgactcg atcgccgccc ctcagagagc tgcccccgag ttacacaccc 60 
323 ccagctcgaa ccgcagcacc ccagatccta gctgggagcc tgaaggctcc actctggctt 120 
325 cgtgcttact tccagggcct gctcttctct ctgggatgcg ggatccagag acattgtggc 180 
327 aaagtgctct ttctgggact gttggccttt ggggccctgg cattaggtct ccgcatggcc 240 
329 attattgaga caaacttgga acagctctgg gtagaagtgg gcagccgggt gagccaggag 300 
331 ctgcattaca ccaaggagaa gctgggggag gaggctgcat acacctctca gatgctgata 360 
333 cagaccgcac gccaggaggg agagaacatc ctcacacccg aagcacttgg cctccacctc 420 
335 caggcagccc tcactgccag taaagtccaa gtatcactct atgggaagtc ctgggatttg 480 
337 aacaaaatct gctacaagtc aggagttccc cttattgaaa atggaatgat tgagcggatg 54 0 
339 attgagaagc tgtttccgtg cgtgatcctc acccccctcg actgcttctg ggagggagcc 600 
341 aaactccaag ggggctccgc ctacctgccc ggccgcccgg atatccagtg gaccaacctg 660 
343 gatccagagc agctgctgga ggagctgggt ccctttgcct cccttgaggg cttccgggag 720 
345 ctgctagaca aggcacaggt gggccaggcc tacgtggggc ggccctgtct gcaccctgat 780 
347 gacctccact gcccacctag tgcccccaac catcacagca ggcaggctcc caatgtggct 840 
349 cacgagctga gtgggggctg ccatggcttc tcccacaaat tcatgcactg gcaggaggaa 900 
351 ttgctgctgg gaggcatggc cagagacccc caaggagagc tgctgagggc agaggccctg 960 
353 cagagcacct tcttgctgat gagtccccgc cagctgtacg agcatttccg gggtgactat 1020 
355 cagacacatg acattggctg gagtgaggag caggccagca cagtgctaca agcctggcag 1080 
357 cggcgctttg tgcagctggc ccaggaggcc ctgcctgaga acgcttccca gcagatccat 1140 
359 gccttctcct ccaccaccct ggatgacatc ctgcatgcgt tctctgaagt cagtgctgcc 1200 
361 cgtgtggtgg gaggctatct gctcatgctg gcctatgcct gtgtgaccat gctgcggtgg 1260 
363 gactgcgccc agtcccaggg ttccgtgggc cttgccgggg tactgctggt ggccctggcg 1320 
365 gtggcctcag gccttgggct ctgtgccctg ctcggcatca ccttcaatgc tgccactacc 1380 
367 caggtgctgc ccttcttggc tctgggaatc ggcgtggatg acgtattcct gctggcgcat 1440 
369 gccttcacag aggctctgcc tggcacccct ctccaggagc gcatgggcga gtgtctgcag 1500 
371 cgcacgggca ccagtgtcgt actcacatcc atcaacaaca tggccgcctt cctcatggct 1560 
373 gccctcgttc ccatccctgc gctgcgagcc ttctccctac aggcggccat agtggttggc 1620 
375 tgcacctttg tagccgtgat gcttgtcttc ccagccatcc tcagcctgga cctacggcgg 1680 
377 cgccactgcc agcgccttga tgtgctctgc tgcttctcca gtccctgctc tgctcaggtg 1740 
379 attcagatcc tgccccagga gctgggggac gggacagtac cagtgggcat tgcccacctc 1800 
381 actgccacag ttcaagcctt tacccactgt gaagccagca gccagcatgt ggtcaccatc 1860 
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383 ctgcctcccc aagcccacct ggtgccccca ccttctgacc cactgggctc tgagctcttc 1920 
385 agccctggag ggtccacacg ggaccttcta ggccaggagg aggagacaag gcagaaggca 1980 
387 gcctgcaagt ccctgccctg tgcccgctgg aatcttgccc atttcgcccg ctatcagttt 2040 
389 gccccgttgc tgctccagtc acatgctaag gccatcgtgc tggtgctctt tggtgctctt 2100 
391 ctgggcctga gcctctacgg agccaccttg gtgcaagacg gcctggccct gacggatgtg 2160 
393 gtgcctcggg gcaccaagga gcatgccttc ctgagcgccc agctcaggta cttctccctg 2220 
III 5?^ ga ? 9tgg ccct 99~tgac ccagggtggc tttgactacg cccactccca acgcgccctc 2280 
397 tttgatctgc accagcgctt cagttccctc aaggcggtgc tgcccccacc ggccacccag 2340 
399 gcaccccgca cctggctgca ctattaccgc aactggctac agggaatcca ggctgccttt 2400 
401 gaccaggact gggcttctgg gcgcatcacc cgccactcgt accgcaatgg ctctgaggat 2460 
403 ggggccctgg cctacaagct gctcatccag actggagacg cccaggagct tctggatttc 2520 
405 agccagctga ccacaaggaa gctggtggac agagagggac tgattccacc cgagctcttc 2580 
407 tacatcmaac tcrannal-fTl-rr nnl-nafrn = «f 4. 

... 4.4."!'" " suv-^^Lyv, y uuuyyudyc ctcacaggcc 2640 

409 aacttctacc ccccacctcc tgaatggctg cacgacaaat acgacaccac gggggagaac 2700 
411 tttcgcatcc cgccagctca gcccttggag tttgcccagt tccccttcct gctgcgtggc 2760 
413 ctccagaaga ctgcagactt tgtggaggcc atcgaggggg cccgggcagc atgcgcagag 2820 
415 gccggccagg ctggggtgca cgcctacccc agcggctccc ccttcctctt ctgggaacag 2880 
417 tatctgggcc tgcggcgctg cttcctgctg gccgtctgca tcctgctggt gtgcactttc 2940 
419 ctcgtctgtg ctctgctgct cctcaacccc tggacggctg gcctcatagt gctggtcctg 3000 
421 gcgatgatga cagtggaact ctttggtatc atgggtttcc tgggcatcaa gctgagtgcc 3060 
423 atccccgtgg tgatccttgt ggcctctgta ggcattggcg ttgagttcac agtccacgtg 3120 
425 gctctgggct tcctgaccac ccagggcagc cggaacctgc gggccgccca tgcccttgag 3180 
427 cacacatttg cccccgtgac cgatggggcc atctccacat tgctgggtct gctcatgctt 3240 
429 gctggttccc actttgactt cattgtaagg tacttctttg cggcgctgac agtgctcacg 3300 
431 ctcctgggcc tcctccatgg actcgtgctg ctgcctgtgc tgctgtccat cctgggcccg 3360 
433 ccgccagagg tgatacagat gtacaaggaa agcccagaga tcctgagtcc accagctcca 3420 
435 cagggaggcg ggcttaggcc cgaggagatc tag 

438 <210> SEQ ID NO: 3 

439 <211> LENGTH: 126 

440 <212> TYPE: DNA 

441 <213> ORGANISM: Homo sapiens 

443 <400> SEQUENCE: 3 

444 gagcgcatgg gcgagtgtct gcagcgcacg ggcaccagtg tcgtactcac atccatcaac 
446 aacatggccg ccttcctcat ggctgccctc gttcccatcc ctgcgctgcg agccttctcc 120 

448 ctacag 

451 <210> SEQ ID NO: 4 

452 <211> LENGTH: 119 

453 <212> TYPE: DNA 

454 <213> ORGANISM: Homo sapiens 

456 <400> SEQUENCE: 4 

457 gcggccatag tggttggctg cacctttgta gccgtgatgc ttgtcttccc agccatcctc bu 

462 <210> g SE^ID a NO gC 5 9Cg CCaCtgcCag c 9 cc ttgatg tgctctgctg cttctccag 119 

463 <211> LENGTH: 12886 

464 <212> TYPE: DNA 

465 <213> ORGANISM: Homo sapiens 

467 <400> SEQUENCE: 5 

468 cgggtgaatc ccggcgccgc gccccggacc cgcagctccc tgcactcctc cctcccagcc 60 
470 gctttaacac ccacacccca cagtctctcc cacgsccgcg ccttggcggc cccactgaat 120 



60 
20 
126 



60 
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